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Ku has been well characterized as a DNA double-strand-break (DSB) sensor in a major DSB repair
pathway, the non-homologous end-joining. Ku70 is a subunit of Ku and participates in various intra- and
extra- nucleic processes. For multifunctional control, machinery that precisely regulates the intracellular
localization of Ku70 is essential. Recently, the methylation of K570 in Ku70 was shown to involve its
nuclear export, suggesting that the nuclear export signal (NES) of Ku70 is located in the region including
K570. Therefore, in this project, we intended to analyze how lysine methylation affects the binding affinity
between the Ku70 NES-like motif and the nuclear export factor, using computational chemistry methods.
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