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Z 3 :Development of methods for predicting virus phenotypes and evolution.
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Viruses evolve at a remarkable rate, altering their antigenicity to evade the host's acquired
immunity. Therefore, to supply effective vaccines, it is necessary to select vaccine strains that are
effective against the latest circulating strains based on antigenic changes in the virus. The
antigenicity of a virus can be evaluated through neutralization assays and other methods, but
theoretically, it should be possible to predict antigenicity solely from the sequence of the antigenic
protein. In this study, we developed the antigenicity prediction Al model "PLANT" for seasonal
influenza viruses, aiming to establish an antigenicity surveillance system based on viral sequence
information and a more efficient vaccine strain selection strategy.
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